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Figure 3: Mutation rates in the geriatric cohort. A shows the genes with mutation rates >2% in the complete geriatric
cohort, while B shows the mutation rates in subgroups.

Results (updated to reflect female patients only)

Figure 1: Patient Characteristics

Abstract

Background: Breast cancer (BC) is a disease of aging and

Figure 6: Comparison between geriatric (blue) and young (red) of selected
markers by IHC or ISH (upper panels) and sequencing (lower panels) in HR+
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and IHC and/or ISH of HER2, 613 (56%) were HR+/HER2-, 60%
72 (7%) were HR+/HER2+, 346 (32%) were TNBC and 57

(5%) were HR-/HER2+. Overall, 39 of 47 genes sequenced
carried mutations with frequencies ranging from 0.2% to

37%. Highest mutation rates were seen in PIK3CA (37%),
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Figure 4: Comparison of the geriatric cohort with the younger cohort
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