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Figure 1. ADAPT principle, characterization and evaluation on 500 clinical samples: (A) Distribution of normalized counts of aptamers
recovered from ADAPT on technical replicates from the same sample (blue dots, r>0.99) compared to average counts from 3 replicates of two
non-related samples (red dots, r=0.77). (B) F-test on original and permutation datasets based on ADAPT of 500 patients with an enriched
library of 2000 ODNs (L,4q0)- (C) Random-Forest (RF) Out-of-Bag (OOB) ROC AUC from 500 clinical samples and permutation analysis of its
reliability; the ROC AUC in the original dataset is 0.66, which is significantly higher compared to the majority of 1000 permutations (p=0.002).

This presentation is the intellectual property of Caris Life Sciences. Contact e-mail: vdomenyuk@carisls.com for permission to reprint and/or distribute.

from control groups even when using samples from
women with dense breast tissue (BI-RAD A&B and
C&D Cancer/Control p<0.001).
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improved ability to distinguish cancer from non-cancer in two clusters,
compared to entire set of 500 samples.
v ADAPT—derived, liquid biopsy breast cancer test could serve as a minimally

invasive adjunct diagnostic for facile integration into clinical practice.



