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BACKGROUND

For epidermal growth factor (EGFR) mutated non-small cell
lung carcinoma (NSCLC) multiple EGFR tyrosine kinase
Inhibitors (TKIs) are approved.

ERBB2 alteration (mutation and/or amplification) Is
assoclated with poor survival in NSCLS patients and is
commonly reported as a resistance mechanism to EGFR
TKIs.

STUDY OBJECTIVES

Investigate the prevalence of ERBBZ2 alteration with or
without EGFR as a co-mutation in NSCLC.

Describe type of ERBB2 mutation and EGFR mutation when
both are present as co-mutation.

METHODS

We obtained de-identified clinical information and next
generation sequencing results for NSCLC patients from Caris
Life Sciences database.
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RESULTS

A total of 12946 NSCLC tumors having EGFR and/or ERBB2 NGS were available, of which 50.1% were male.
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Results

ERBB2 and EGFR co-mutations

Sr. N |ERBB2 mutation

EGFR mutation

1 Exon 8 (S310F)

Exon 19 (E746-A750del)

2 Exon 8 (S310F)

Exon 19 (E746-A750del)

3 Exon 8 (S310F)

Exon 19 (E746-A750del)

4 Exon 8 (S310F)

Exon 21 (L858R)

5 Exon 8 (S310F)

Exon 21 (L858R)

6 Exon 8 (S310F)

Exon 21 (L858R)

7 Exon 8 (S310Y)

Exon 21 (L858R)

8  |Exon 17 (G617D)

Exon 21 (L858R)
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» Forty percent of patients who had exon 8 ERBB2 mutation

had EGFR as a co-mutation.




